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Vestigial-like family member 3 (VGLL3), a cofactor for TEAD transcription factor, promotes
cell proliferation through Hippo pathway activation. (In revision)
Hori N., Okada K., Takakura Y., Takano H., Yamaguchi N., and Yamaguchi N.
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The transcriptional cofactor VGLL3 promotes epithelial-to-mesenchymal transition in tumor cel
Is.
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