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DERIZEY ., BADRE=RLSIHRTELELZYD2H5, LiL, EEFBHE
ARRL TS 2017 FAQBEHE BREIICL D ENAITEDITRTEEE. 240D
27.8% & 3.6 AT T ABPBATELE-2TWWS, F0OELIE. BEBEMNE LT-AEED
BRLLTETHTIRANEL VREBICHBETHY . FT0 2 ILAREER
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FODBMMEDHEIERRTF FIE. 16 <500 #RLIBEE LTz, TOHRER. %
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(A) CD4* T cell (eQTL: Ishigaki et al., Nat Genet. 2017)
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(B) CD8* T cell (eQTL: Ishigaki et al., Nat Genet. 2017)
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(C) Association study (Case 17,105 vs Control 151,654)
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HY . BOSEBETMRIZTRICEREZ5 A DR LRI L TV 5, —75 T HLA-DAB1
HECHASNN T I, HA-DMBI BEEORBEEICHEZEAHZ LT, BEMNIZ
MBRETRICEFES LTV SAREEATRE Sz, — AT, HA-class [ ICfBT 257
VL, BEBOBEFRBICIIEHLANVI LIS, BEHATLLERLTFTUFS
DEDHRMBAERLGREZRZ LTS EEX SN, DRIOHRE T, HIRNAER
RIZETI V-V I VREERL. FSAN—RETREN TOREBRERKEL
BLEEIA BEREFEFESHBRSLATEEABEREA MO K54 —FRIZL
RTPLRNWTEEZRFEFESIHE L TLVS (Saito, Shiraishi, Kohno et al., Cancer
Res. 2016), £ T. LGFR ZERBIEMROAER LBER L OEFNDNRMEEREL
&2 5, SEELAYRTIZHNH D HA PYUILIE, EGFR EEIGHERIEA A TELY
BEZEH .
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